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GENERAL DESCRIPTION OF THE WORK

Relevance of the work. Vaccinia virus is the prototype of the orthopoxvirus genus in the family
of Poxviridae. Poxviruses differ from other animal viruses in their large size and complexity. The
well-known member of this family is Variola virus, the causative agent of smallpox disease in
humans that took millions of human lives over the millenniums, until was eradicated by global
vaccination. Although in 1980 the World Health Organization declared that smallpox is eradicated
from natural environment it is still an emerging subject to be investigated because the virus stocks of
the original smallpox are still kept by various laboratories in Russian Federation and the United
States and remains as a bioterrorism agent. Moreover, it is known that the other poxviruses also can
be transmitted from animals to human and cause fatal diseases in human population. An example is
monkeypox virus, which can transmit to people through a variety of wild animals and produce a
smallpox-like disease suggesting that monkeypox might replace smallpox as a serious epidemic
threat [Breman $ Henderson, 1998]. Therefore, nowadays, the development of new antiviral agents
and the enlargement of the information about virus entry and replication are of most importance.

Vaccinia virus is a large ~200kb, double-stranded, enveloped, DNA virus that encodes more
than 200 open reading frames (ORF). It has a broad host range of infectivity both in vitro and in
vivo, infects many cell lines, humans and animals. Virion morphogenesis occurs exclusively in the
cytoplasm of the host cells and produces several forms of infectious particles: mature virus (MV),
wrapped virus (WV) and extracellular virus (EV). Previous work in our laboratory showed that cell-
bound Vaccinia MV particles were clustered at the plasma membrane lipid rafts prior to virus entry
and that the interruption of lipid raft integrity with methyl-B-cyclodextran significantly reduces
Vaccinia MV entry into HeLa cells [Chung et al., 2005]. Since lipid rafts on the plasma membrane
are known to act as platforms for receptor clustering, endocytosis and signal transduction for many
viruses [Rauch $ Fackler, 2007], it is possible that cellular proteins within plasma membrane lipid
rafts may mediate Vaccinia MV cell entry.

Purpose and objectives of the study. The main goal of this study was to reveal the specific
molecular and cellular mechanisms, pathways, cellular receptors and proteins involved in Vaccinia
virus attachment and penetration processes.

To achieve this goal, the following tasks were accomplished:

o ldentification of the cellular receptors and proteins within lipid raft microdomains
involved in the Vaccinia MV entry process by the investigation of their association with
Vaccinia MV on the surface of infected HeLa cells;

o Investigation of the role of these receptors and proteins in the Vaccinia virus life cycle and
Vaccinia MV entry process into HeLa and mouse cells;

o Investigation of the pathways and mechanisms through which these receptors and proteins
mediate Vaccinia MV cell penetration and entry process.

e Identification and investigation of the functions of two Vaccinia MV proteins that
previously were unknown.

Scientific and practical significance of the

3study: It was shown that the raft-associated



protein, integrin B1 (ITGB1), associates with VVaccinia MV on HeLa cells. Moreover, Vaccinia virus
entry is reduced in ITGB1 siRNA KD HeLa cells and mouse cells lacking ITGB1 expression. More
importantly, Vaccinia MV triggers the ITGp1-dependent activation of intracellular
phosphatidylinositol 3-kinase (PI3K) signaling leading to virus endocytosis into HelLa cells.
Furthermore, the outside-in activation of ITGB1 function facilitates Vaccinia virus entry into HeLa
cells, since the disruption of focal adhesions also reduced Vaccinia MV entry. The results obtained
also showed that ITGB1 is essential for the adhesion, spreading and migration of HelLa cells.

In addition to integrin B1, a new component of intracellular Vaccinia MV, WR53.5/F14.5
protein was identified, was shown to be conserved in other poxvirus family members and the ORF
of which encodes a late viral envelope protein in MV particles. Recombinant vi53.5L virus infection
of BSC40 cells showed that even though WR53.5 protein does not participate in plaque formation
and MV/EEV production in infected cells it regulates the cell morphology and Ca®*-independent cell
adhesion in vitro and virus virulence in vivo.

Another new component of Vaccinia MV, is an envelope WR-G3 protein, was also identified,
which was shown to be important for VVaccinia virus cell entry. Particularly, the conserved Vaccinia
G3L gene encodes a late viral envelope protein associated with MV particles and MV membrane
component. Using recombinant virus we reviled that its expression is tightly regulated at the late
phase by IPTG. Although MV particles devoid of G3 have normal morphology and major protein
content we showed that G3 is required for plaque formation and MV production in cell culture, is
essential for MV penetration into cells and for cell-cell fusion induced by low-pH treatment but it is
not required for virion morphogenesis of MV and EV and for CEV formation.

Thus, our study for the first time identified that cellular receptor ITGB1 mediates Vaccinia virus
endocytosis, through PI3K activation. A new Vaccinia MV envelope protein, WR-53.5, that
mediates cell adhesion and is important for virus virulence in vivo, as well as Vaccinia G3 protein as
an essential component of entry fusion complex.

The revelation of the Vaccinia virus cellular receptors and proteins not only sufficiently enlarges
and complements the existing knowledge on the molecular and cellular mechanisms of the Vaccinia
virus cell penetration and entry processes, but also helps to develop new antiviral agents against
Vaccinia virus, to develop new strategies for the prevention of the infection and for treatment of
infected individuals.

The approbation of the work: The main results of this dissertation have been extensively
discussed with the experts in the field and presented in the seminars organized by the Dr. Wen
Chang’s Laboratory, Institute of Molecular Biology, Academia Sinica, Taipei, Taiwan R.O.C.
(Taipei, Taiwan, 2006-2011), and by the Laboratory of Cell Biology and Virology (head, D.Sc.
Zaven Karalyan) of the Institute of Molecular Biology NAS RA, at the meetings of the scientific
council of the Armenian institution (Yerevan, RA, 2012-2016), as well as at 12 international
scientific conferences, symposiums and meetings, such as: International FASEB Summer Research
Conference, Poxviruses (California, USA, 2006), International Meeting of the Molecular Biology in
the XXI Century: Interface, Integration and Perspectives (Taipei, Taiwan, R.O.C., 2006),
XVIl International Poxvirus and Iridovirus#Conference (Grainau-Bavaria, Germany, 2008),
Institute of Molecular Biology Retreat Meeting (Kaoshong, Taiwan, R.O.C., 2008), International



Conference of American Society for Virology: XVIII Annual Meeting (BC, Canada, 2009), Institute
of Molecular Biology Retreat Meeting (Taoyuan, Taiwan, R.O.C., 2009), XII SCBA International
Symposium Science for a Healthier and Better Life (Taipei,Taiwan, R.O.C. 2009), XVIII
International Poxvirus, Asfivirus and Iridovirus Symposium (Sedona, USA, 2010), Institute of
Molecular Biology Retreat Meeting (Taoyuan, Taiwan, R.O.C., 2011), International Meeting
Gordon Research Conference (GRC), Viruses and Cells (Lucca-Barga, Italy, 2011), International
Conference of American Society for Virology: 30th Annual Meeting (Minneapolis, USA, 2011),
XIX International Poxvirus and Iridovirus Conference (Salamanca, Spain, 2012).

Publications: The main results of this study are involved in 10 scientific publications, including
4 articles in high-impact factor peer-reviewed journals, 1 article in Armenian journal, and 5 reports
in abstract books of international conferences.

The volume and structure of the thesis: The dissertation comprises of 114 pages, includes 1
table and 30 figures, and consists of the following sections: List of Abbreviations and Symbols,
Introduction, Literature Review, Materials and Methods, Results and Discussion, Conclusions,
Inferences and References. The list of references includes 160 cited literature sources.

MATERIALS AND METHODS

This work was done at the Dr. Wen Chang’s laboratory, Institute of Molecular Biology,
Academia Sinica, Taipei Taiwan R.O.C. Organization and writing of the dissertation was
accomplished at the Laboratory of Cell Biology and Virology (head, D.Sc. Zaven Karalyan) of the
Institute of Molecular Biology, NAS RA.

Study objects: Five cell lines, GD25, GD25B31A, HeLa, BSC40 and BSC1 for in vitro and
BALB/c mice for in vivo studies were used for infection, wild type Western Reserve strain of
Vaccinia virus (WR-VV) as well as recombinant viruses generated for this study by Izmailyan and
co authors.

GD25 cell line: 1t was derived from ITGB1 knockout (KO) embryonic stem cells [Fassler et al.,
1995]. The stably transformed cell line GD25B1A resulted from GD25 electroporation with wild
type human ITGB1 cDNA. HeLa, BSC40, BSC1, GD25 and GD25B1A cells were cultured in
Dulbecco’s Modified Eagle Medium supplemented with 10% fetal bovine serum and 2%
penicillin/streptomycin (Gibco) in a 5% CO, incubator at 37°C. The WR-VV strain was purified
through sucrose gradient purification. Recombinant plasmids were cloned to generate of vi53.5,
viG3L IPTG inducible recombinant viruses for in vitro and WR A53.5 virus for in vivo experiments.

ITGB1-mediated Vaccinia virus entry: The identification of cellular proteins within lipid raft
microdomains of HeLa cells for quantitative proteomic analyses was performed by stable isotope
labeling, [Schroeder et al., 2012]. The association of ITGB1 with Vaccinia MV on HeLa cells was
studied by co patching experiment using Anti- ITGB1 and anti-vaccinia MV antibodies as described
previously by {Huang et al., 2008]. Immunoblotssluciferase and FACS analyses as well as VVaccinia
MV binding assays and virus core uncoating assays by  Immunofluorescence  analyses



[Vanderplasschen et al., 1997] were conducted to test the role of ITGB1 in Vaccinia MV entry
into HeLa cells and mouse cell line GD25B1A, Small interfering RNA (si RNA) approach were
conducted in HeLa cells, control siRNA (si-cont), siRNA targeting ITGB1 (si-ITGB1) or cyclophilin
B (si-CypB). Immunoblot analyses with anti-phospho-Akt were performed to study the activation
of PI3K/AKkt signaling in GD25B1A cells. To turn on the ITGB1 -dependent signaling pathway
in HeLa cells outside-in activation experiments were performed using extracellular matrix proteins
fibronectin (FN) and laminin (LN) as described earlier by [Schiller et al., 2011}. To address if ITGB1
is essential to mediating HeLa cell activation on extracellular matrix proteins, adhesion and
spreading experiments from HelLa ITGB1 KD cells were performed using HelLa si-control and si-
ITGB1 KD cells [Wennerberg et al., 2000; Izmailyan et al., 2012].

The role of WR53.5/F14.5 protein for Vaccinia virus entry: Expression of the wild-type
WR53.5 protein was monitored in BSC40 cells infected with Vaccinia virus WR-2 by previously
described method [Izmailyan et al., 2006]. The presence of WR53.5 protein in the membrane
fraction of MV was analyzed via the extraction of purified wild type WR-2 MV. The role of
WR53.5L in Vaccinia virus life cycle was examined in BSC40 cells infected with recombinant
vi53.5L in the presence or absence of IPTG. WR53.5 protein mediated cell morphology and
adhesion of virus-infected BSC40 cells were studied using the methods described elsewhere
[Izmailyan et al., 2008]. Immunofluorescent assay was used to detect cell surface expressed WR53.5
protein. Extracellular calcium depletion assay was performed as described previously [Beard et al.,
2006].

Anti-G3L antibody was used to study the expression of G3L during Vaccinia virus infection.
Extraction of purified MVs was conducted to determine whether WR53.5 or G3L is present in the
membrane fraction of MV [Chiu $ Chang, 2002]. The role of G3L during the Vaccinia virus life
cycle in cell culture was explored using a recombinant Vaccinia virus, viG3L, that expressed G3L
conditionally regulated by IPTG [izmailyan et al., 2006].

Imaging experiments: All fluorescence images were collected with an LSM510 Meta Confocal
Laser Scanning Microscope (Carl Zeiss Germany) using a 63x objective lens.

Statistical analyses were performed using Student’s t-test in Prism software (GraphPad). The
P-value is shown **, P < 0.001., ***, P < 0.0001.

RESULTS AND DISSCUSIONS

1. Integrin B1 mediates Vaccinia virus entry through activation of PI3K/akt signaling
Association of ITGB1 with Vaccinia MV on HeLa cells: 570 cellular proteins within lipid raft
microdomains were previously identified in our laboratory by [Schroeder at al., 2012], from which
proteins with altered levels after Vaccinia virus infection constitute about 3%. Here, the remaining
97% of “constitutive” raft-associated proteinsswere analyzed. The biological network analyses
(Figure 1) revealed the presence of ITGB1 and its associated proteins (CD9, CD47, CD59, CD98,



talin, ezrin, Fyn/yes/lyn) suggesting that ITGB1-mediated signaling may participate in Vaccinia MV
entry. Moreover, it was shown that Vaccinia MV co-patched with cell surface ITGB1 in HelLa cells
(Figure 2), at 1 hr binding stage, suggesting a role of ITGB1 in Vaccinia MV attachment.
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Figure 1. Hierarchical ITGB1 network. ITGB1 and its associated proteins (CD9, CDA47,
CD59, CD98, talin, ezrin, Fynl/yes/lyn). (red marks). Constructed by ARIADNE Pathway
Studio 7.0 software
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Figure 2. Vaccinia MV co localizes with ITGB1 at the surface of HeLa cells.

Vaccinia virus entry in ITGB1 knockdown HeLa cells. The transfection of si-cont, si-
ITGB1 or si-CypB into HeLa cells showed that si-ITGB1 and si-CypB constructs specifically knock
down (KD) the total amounts of ITGB1 and7cyclophilin B proteins, respectively (Figure 3A).
In addition, ITGB1 expression on cell surface was reduced in si-ITGB1 KD but not in si-cont



and si-CypB KD cells (Figure 3B). Si-ITGB1 also affected ITGB1-mediated cell adhesion leading to
alterations in cell morphology and disorganization of focal adhesions (Figure 3C) that confirms the
specificity of si-ITGB1. Moreover, Vaccinia virus infection of si-ITGB1 KD cells is reduced to 40%
(at 2h p.i.) and 38% (at 4h p.i.) of the infection rates seen in the si-cont and si-CypB KD cells
(Figure 3D) suggesting that the reduction is not due to a delayed kinetics. Finally, it was obtained
that MV attachment is reduced to 52% in si-ITGB1 KD cells to 32% (Figure 3F) indicating ITGB1
importance for Vaccinia virus entry at both attachment and penetration steps.
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Figure 3. Vaccinia virus infection in si-ITGB1 KD HeLa cells

The investigation of Vaccinia virus entry in mouse cells lacking ITGB1 expression: In the
control we showed that ITGB1 is expressed only on the surface GD25B1A cells but not on the
surface of GD25 cells (ITGB1 KD) (Figure 4A). Consequently, when the cells were exposed with
the similar amount of virus, abundant MV particles bound to GD25B1A cells and colocalized with
surface ITGB1 were concentrated at cellular protrusions, whereas fewer MV were bound to GD25
cells (Figure 4B). Vaccinia MV entry into GD25 cells also was less efficient than into GD2531A
cells (Figure 4C). Further, Vaccinia MV produces fewer plaques (30%) in GD25 cells as compire to
GD25B1A cells (Figure 4D). Plaques formed in GD25 cells also are smaller than in GD25B1A cells.
Thus, ITGBL is important in Vaccinia virus spreading among cells and mediates Vaccinia MV
infections.
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Figure 4. Vaccinia virus infection in GD2581A and GD25 cells.



ITGB1-mediated PI3K/AKkt activation followed by virus endocytosis in HeLa cells: We test

if Vaccinia MV particle activates PI3K/Akt signaling in GD25B1A cells and whether such kinase
activation is critical for Vaccinia MV entry. Thus, Vaccinia MV stimulates the robust
phosphorylation of Akt in GD25B1A cells 5 min after the addition of virus, compared to that in
medium alone (Figure 5A). The pretreatment of GD25B1A cells with the PI3K inhibitor LY 294002
completely abolished MV-induced Akt phosphorylation, showing that Vaccinia MV infection
triggers the activation of Akt through PI3K. The pretreatment of GD25B81A and HelLa cells with
inhibitors blocking PI3K (LY294002) and Akt (Akt IV) activities showed that PI3K and Akt
inhibitors reduce Vaccinia MV infections in both GD25B1A and HeLa cells in a dose-dependent
manner (Figure 5B), suggesting the importance of PI3K/Akt signaling for Vaccinia MV entry. The
infection of si-cont and si-ITGB1 KD HeLa cells with Vaccinia MV induced the phosphorylation of
Akt in si-cont HeLa cells although with slower kinetics than in GD25B1A cells (Figure 5C).
In contrast, the phosphorylation of Akt was significantly reduced in si-ITGB1 KD HeLa cells.
Finally, a dosage-dependent reduction of plaque numbers was observed in LY294002 and not the
DMSO control treated cells (Figure 5D). These results demonstrate that Vaccinia MV-induced
PI3K/Akt activation is mediated through ITGB1 and is required for virus entry and plaque
formation.
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Figure 5. Integrin p1-mediated WR-Vaccinia virus activated PI3K/Akt
phosphorylation (A, C). Pharmacological inhibitors of PI3K reduce virus entry (B,D)

The role of PI3K/Akt activation in Vaccinia virus endocytosis: Vaccinia virus MV enters the
cell through fluid-phase endocytosis/macropinocytosis or plasma membrane fusion [Huang et al.,
2008; Merser et al., 2008; Chang et al., 2010] and the references therein. The results obtained here
demonstrated that control HelLa cells treated with DMSO are infected, and abundant viral cores are
detected in the cytoplasm (Figure 6A, a). Moreover, BFLA pretreatment significantly reduces viral
core number in cells, confirming virus entrygthrough a low-pH dependent endocytic process
(Figure 6A, b). Pretreatment of HelLa cells with LY 294002 also reduced viral cores in cells,



suggesting the importance of PI3K/Akt for Vaccinia virus uncoating (Figure 6A, c). Finally, exposure
of these cells to a low pH buffer converted MV entry through plasma membrane fusion resistant to
inhibition by BFLA (Figure 6A, d) and LY 294002 (Figure 6A, e).
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Outside-in activation of ITGAL in Vaccinia virus entry: The fact that the integrin network is
essential for cell viability, migration, and growth [Legate et al., 2006] suggests, that Vaccinia MV
exploits the integrin/PI3K/Akt signaling pathway to modulate cellular environments preferable for
viral entry and growth. The results obtained revealed the specific activation of integrin/PI3K/Akt
through cell-matrix interactions (Figure 7A). As expected, immunofluorescence staining with anti-
paxillin (focal adhesion marker) antibody revealed the formation of focal adhesions in cells plated
onto FN and LN but not onto PLL (Figure 7B). When these cells were infected with Vaccinia MV,
the early luciferase activity level was higher in HeLa cells plated onto FN and LN than in those plated
onto PLL (Figure 7C). These results demonstrate that the outside-in activation of ITGS1-mediated
PI3K signaling is important for Vaccinia MV entry into HeLa cells. Integrin adhesome formation
induced by outside-in activation was shown previously to be disrupted upon blebbistatin treatment
[Schiller et al., 2011], Interesingly, the formation of focal adhesions was completely dispersed in
blebbistatin treated cells (Figure 7D), and dosage dependent redaction of virus entry was observed in
this cells (Figure 7E).
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Figure 7. Outside-in integrin activation enhances vaccinia virus entry.
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2. The role of ITGB1 in adhesion, spreading and migration of HeLa cells:

To address if ITGB1 is essential to mediating HeLa cell activation on extracellular matrix
proteins we performed adhesion and spreading experiments from HeLa ITGB1 KD cells. According
to the results, although both si-cont and si-ITGB1 KD cells adhere and spread to FN (Figure 8A-ab)
however, si-ITGB1 KD cells have smaller shape and disorganized cytoskeleton. In contrast, si-
ITGB1 KD cells attached to laminin poorly and those attached cells did not spread at all (Figure 8A-
cd).
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Figure 8. ITGB1-dependent Hela Figure 9. Integrin-dependent wound
cell adhesion. healing and migration of HelLa cells.

This difference was still obvious when cells were incubated even longer 120 minutes, indicating
that ITGB1 binding to laminin is crucial for HelLa cells attachment and spreading. As a negative
control cells were plated onto dishes coated with PBS/BSA (Figure 8A-ef). The quantification
analysis is shown in Figures 8B and 8C. Thus, ITGB1 mediates cell shape adhesion and spreading in
HeLa cells. Adhesion is a complex mechanism and involves variety processes like cell migration,
invasion, wound healing and tissue remodeling [Wiesner at al., 2005; Legate at al., 2006]. The next
results demonstrated that only in the presence of ITGB1 cells are able to migrate and repair the
wound (Figure 9ab) in contrast to si-ITGB1 cells (Figure 9cd).

3. Vaccinia virus WR53.5/F14.5 protein: a new component of intracellular MV:

Conserved Vaccinia WR53.5/F14.5 ORF encodes a late viral envelope protein in MV
particles. MASS analysis of newly prepared Vaccinia vT7lacOl MV virions revealed two tryptic
peptides, YWVEENNEEDAR and IKEEQELLLLY, that had not been detected before and matched a
small ORF WRS53.5 protein in Vaccinia virus;{WR strain genome (Figure 10A), encoding a
conserved polypeptide of 49 aa with a predicted molecular weight of 5.5 kDa



(http://www.poxvirus.org/). Hydropathy analysis predicted that the WR53.5 protein has two
hydrophobic domains at the N-and C-termini (Figure 10B). Alignment of the amino acid sequences
of Vaccinia WR53.5L and its orthologues present in the Orthopoxvirus genus revealed a high level
of homology among these proteins (~98% conserved residues) including the F14.5L ORF in
Vaccinia Copenhagen strain [Goebel, Johnson et al. 1990]. The anti-53.5 antiserum that we obtained
recognized a small 3.5 kDa viral protein in cells infected with our original WR strain Vaccinia virus.
(WR-1) and a 5.5 kDa protein in cells infected with other Vaccinia strains including two WR strains
(vT7lacO/l and WR-2), Copenhagen (Cop) and IHD-J strains (Figure 10C). Although WR and Cop
strains have been sequenced before we re-sequenced the WR53.5L gene locus in the above virus
genomes and found that the WR53.5L ORF in WR-1 specifies a K at residue 44, encoded by AAA,
whereas an E encoded by GAA was found in other Vaccinia virus genomes such as vT7LacO/l,
WR-2, Cop and IHD-J strains (Figure 10D), suggesting that a non-conserved G-to-A mutation
occurred in the WR-1 genome, resulting in a glutamic acid-to-lysine change at position 44 and a
faster electrophoretic mobility on SDS-PAGE gels prepared from vT7lacO/l and viG3L virus, a
(Figure 10E). Since E44 was more frequently found than K44 in the different WR53.5 orthologues
(Figure 10B), we named that the WR53.55* in WR-2 as the wild-type WR53.5 protein. Wild-type
WR53.5 protein was detected in MV particles in vT7LacO/l; however, the WR53.5%* protein was
barely detected in purified WR-1 MV (Figure 10E). Expression of the wild-type WR53.5 protein was
monitored in cells infected with Vaccinia virus WR-2, and a 5.5 kDa protein was detected at 4 h p.i,
which increased in abundance until 24 h p.i. (Figure 10F).
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Figure 10. WR-53.5 ORF, conserved small protein and expresses late in an affected cells.

Plaque formation and MV/EEV production on cells infected with recombinant vi53.5 virus
with/without IPTG: The role of WR53.5L during the Vaccinia virus life cycle in cell culture was
explored using a recombinant Vaccinia virus, vi53.5L, that was generated from the vT7LacOl
parental virus. vi53.5L contains an inducible WR53.5L/ E. coli gpt marker gene cassette
inserted into its endogenous WR53.5L locus and12was isolated in the presence of mycophenolic
acid and purified after 3 rounds of plaque purification. Immunoblot  reveled, that



expression of the WR53.5L gene was tightly regulated at the late phase by IPTG. Further BSC40
cells were infected with vi53.5L in the presence or absence of IPTG and monitor at 3 days p.i., in
the control vT7LacOl and vi53.5L with/without IPTG, similar plagque shape was observed and virus
titer was similar as well, showing that WR53.5 protein is not required for plaque formation and MV
production. We thus concluded that WR53.5 protein is not required for Vaccinia virus life cycle in
cell cultures.
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Figure 11. Morphology of BSC40 cells infected with vi53.5L virus in the absence
and in the presence of IPTG.

The role of WR-53.5 protein in cell morphology and adhesion of virus-infected BSC40
cells: Interestingly, when BSC40 cells were infected with vi53.5L and maintained in IPTG-
containing medium the morphology of virus-infected cells gradually changed into elongated shape
at 1-2 days p.i. (Figure 11). In the absence of IPTG, the infected cells rounded up and became
loosely attached to dishes at 2 days p.i., suggesting that expression of WR-53.5 protein induced by
IPTG affected cell morphology. However, the elongated morphology was not obvious in BSC40
cells infected with the parental virus vT7LacOl that expresses WR-53.5 protein from its endogenous
promoter and is not regulated by IPTG (Figure 11). All this demonstrated that a high level of WR-
53.5 protein expression allowed detection of its function in cell adhesion.

The role of WR53.5 protein in Ca*"-independent cell adhesion in BSC40 cells infected with
vi53.5L virus: To test whether WR-53.5-mediated cell adhesion was dependent on calcium, we
infected BSC40 cells with vi53.5L and treated the infected cells with EGTA (Figure 12). Mock-
infected BSC40 cells adhered well to plates but rounded up after EGTA treatment. On the other
hand, cells infected with vi53.5L, remained adherent even after EGTA treatment, showing that WR-
53.5 protein is required for Ca?*-independent cell adhesion of the infected cells. The fact that
WR-53.5 mediates cell adhesion suggests al3possibility that it is expressed on the surface of
virus-infected cells. As expected FACS analyses shown in (Figure 13), strong fluorescent staining



of WR-53.5 protein is detected on BSC40 cells infected with vi53.5L in the presence of IPTG but
not in the absence of IPTG and less strong staining in other virus strains.
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Figure 12. EGTA treatment of Mock or Figure 13. Flow cytometry of WR-53.5
vi53.5 infected cells. protein expression on infected cells.

In vivo examination of WR53.5 protein: Although WR-53.5 expression was tightly regulated
by IPTG in vi53.5L virus, it is not suited for in vivo studies because its tk locus was inactivated by
inserting a T7 RNA pol cassette [Ward et al., 1995]. We generated a deletion virus, WRA453.5L, that
inactivated WR-53.5L ORF from wild type WR-2 Vaccinia virus (Figure 14A). And use for mice
experiment as shown in (Figure 14B), all the mice infected by wild type WR-2 virus or WRA53.5L
virus started losing weight at 4 days p.i., continued weight loss for another 5-7 days. Some infected
mice were severely ill and died at day 11 whereas others slowly recovered. The difference of weight
loss between mice infected by wild type WR-2 virus or WR453.5 virus was small in all three
dosages (Figure 14B).
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Figure 14. WR53.5 protein contributes to Vaccinia virus virulence in mice.

However, all the mice infected with 10° and1410” PFU wild type WR-2 virus, died by 12 days
p.i., whereas 60% and 40% of mice infected by WRA453.5L mutant virus survived respectively



(Figure 14C). We thus concluded that WR53.5 protein contributes to Vaccinia virus virulence in
Vivo.
4. The role of envelope G3L protein in Vaccinia virus cell entry:

Conserved Vaccinia G3L gene encodes a late viral envelope protein in MV. Hydropathy
analysis revealed two hydrophobic domains at N- and C-termini of G3L (Figure 15A). Alignment of
Vaccinia G3L amino acid sequences and its orthologues in the poxvirus family (Figure 15B)
revealed a high level of homology (46% conserved residues), suggesting that G3L might play
important role in poxvirus life cycle. The internal region of G3L was less conserved than N- and C-
terminal regions.

Anti-G3L antibody was generated and used to study the expression of G3L during Vaccinia
virus infection. Rabbits were immunized with a synthetic peptide derived from the G3L amino acid
sequence, and the antiserum produced was tested on immunoblots of lysates prepared from virus-
infected cells. The antiserum did not recognize any protein in mock infected cells but recognized a
12.8-kDa protein in infected cells that was detected at 8 h p.i. and increased in abundance until 24 h
p.i. (Figure 15C).
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Figure 15. WR-G3L gene encodes
conserved late protein in
Vaccinia virus genome.

The 12.8-kDa protein was expressed at the late phase in virus-infected cells, since araC, which
inhibits viral DNA replication, blocked G3L expression (Figure 15C).

The antiserum also recognized a 12.8-kDa protein in purified MV, demonstrating that G3L
protein is present in MV particles.

Vaccinia G3L as an MV membrane component: Purified MVs were extracted and the virion
membrane proteins were separated from the insoluble core components. As was expected, G3L was
extracted from purified Vaccinia MV with 1% NP-40 inclusion of DTT during extraction did not
result in greater release of G3L into the supernatant the results showed that G3L is associated with
membranes. Another MV membrane protein, H3L, served as a control and was similarly
extracted into the supernatant fraction. InlSContrast, the viral core proteins 4a/4b were



resistant to detergent extraction. Thus, G3L is a late protein that is present in the membrane of
Vaccinia MV.
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Figure 16. Plaque assay and one-step growth curve of viG3L virus in BSC 40 cells.

Construction of a recombinant virus with inducible G3L gene: Here as well to explore the
role of G3L during Vaccinia virus life cycle in cell culture we generated a recombinant Vaccinia
virus, viG3L, expressing G3L conditionally regulated by IPTG [Izmailyan et al., 2006] viG3L was
generated from the vT7LacOl parental virus with an inducible G3L cassette that contains the E.coli
gpt marker gene inserted into its endogenous locus. Then we tested G3L protein product in viG3L
recombinant virus on BSC40 cells that were infected with or without IPTG, abundant G3L was only
detected in the cells that were infected in the presence of IPTG, and its production was blocked by
araC demonstrating that expression of the G3L gene is tightly regulated at the late phase by IPTG.

Plaque formation and mature virus production with or without G3L expression: The role
G3L in BSC40 was investigated cells infected with viG3L in the presence or absence of IPTG
demonstrated that the control parental virus, vT7LacOl, formed similar plaques on cells in the
presence or absence of IPTG, whereas viG3L only formed plaques in the presence of IPTG,
suggesting that G3L expression is required for plaque formation. (Figure 16A), The measurement of
viG3L titer showed a 2-log increase at 24 and 48 h p.i., similar to the vT7lacOl parental virus,
whereas viG3L grew poorly in the absence of IPTG, with no increase in titer at 24 or 48 h p.i.
(Figure 16B), suggesting that G3L is required for Vaccinia virus growth in cell culture.

G3L is not required for virion morphogenesis of MV and EV: The study of MVs produced in
viG3L infected BSC40 cells in the presence or absence of IPTG revealed that viral crescents,
immature virions and other intermediate membrane structures are detected at 12 h.p.i., and a large
number of dense mature MV particles are detected in the cytoplasm at 24 hp.i. These MV
particles in both cells appeared to be16indistinguishable from each other suggesting



that G3L is not required for MV formation.
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Figure 17. G3L imediates virus infected cell-cell fusion in a
low-pH dependant manner

Involvement of G3L for cell-cell fusion induced by low-pH treatment. The study of the
G3L in BSC-1 cell fusion from within showed that viG3L infected cells in the presence of IPTG do
not develop cell fusion at neutral pH at 24 h.p.i. However, they developed into gigantic fused cells
in acidic conditions. In the absence of IPTG when G3L protein is not expressed no cell fusion is
observed suggesting that G3L protein is required for low-pH-triggered cell—cell fusion (Figure 17),

CONCLUSIONS

1. It is shown for the first time that lipid raft protein integrin B1 is important for Vaccinia virus
entry. It associates with Vaccinia virus mature particles in lipid raft microdomain and is
mediates both Vaccinia virus attachment and penetration steps.

2. PI3K/Akt signaling is crucial for Vaccinia virus entry into cells and is dependant from integrin
B1. Vaccinia virus mature particles bind to the cells and activate PI3K/Akt phosphorilation.
Moreover, pharmocological inhibitors of PI3K (LY294002) and/or Akt (Akt 1V) reduce
Vaccinia virus infection in both MEF and HeLa cells.

3. Newly discovered Vaccinia WR-53.5 protein is expressed abundantly on the surface of infected
cells and regulates cell morphology and adhesion. Attachment phenotype of WR53.5 protein is
Ca2+-independent.

4. WR53.5 contributes to Vaccinia virus virulence in vivo.

5. Vaccinia WR-G3L gene is conserved encodes a late viral envelope protein and presents in the
membrane fraction of Vaccinia mature virion.

6. Vaccinia virus WR-G3 protein is essentiall?  for virus entry, plaque formation, mature
virus production and virus penetration into cells, mediates low-pH-triggered cell-cell



fusion and is an essential component of entry fusion complex.

PUBLICATIONS RELEVANT TO THESIS

Articles

Izmailyan R. Integrin Bl requires for adhesion spreading and migration of Hela cells. //
Biological Journal of Armenia. 2013; 3(65): 6-10.

Izmailyan R., Hsao J.C., Chung C.S., Chen C.H., Hsu P.W-C., Liao C-L., Chang W. Integrin 31
mediates vaccinia virus entry through activation of PI3K/Akt signaling. // Journal of Virolology.
2012; 86(12): 6677-6687.

Chang S-J., Chang Y-X., Izmailyan R., Tang Y-L., Chang W. Vaccinia virus A25 and A26
proteins are fusion suppressors for mature virions and determine strain-specific virus entry
pathways into HeLa, CHO-K1, and L cells. // Journal of Virology. 2010; 84(17): 8422-8432.

Izmailyan R., Chang W. Vaccinia virus WR53.5/F14.5 protein is a new component of
intracellular mature virus and is important for calcium-independent cell adhesion and vaccinia
virus virulence in mice. // Journal of Virology. 2008; 82(20): 10079-10087.

Izmailyan R.A., Huang C-Y., Mohammad S., Isaacs S.N., Chang W. The envelope G3L protein
is essential for entry of vaccinia virus into host cells. // Journal of Virology. 2006; 80(17): 8402-
8410.

Conference materials

Izmailyan R., Hsao J.C., Chung C.S., Chen C.H., Hsu P.W., Liao C.L., Chang W. Integrin beta 1
mediates Vaccinia virus entry through activation of PI3K/AKT signaling. // Abstract book of the
19™ International Poxvirus and Iridovirus Conference, Salamanca, Spain, 2012, p. 60.

Izmailyan R., Chang W. Vaccinia viral protein WR53.5/F14.5 is a new component of
intracellular mature virus and is important for calcium-independent cell adhesion and vaccinia
virus virulence in mice. // Abstract book of the 28" Annual Meeting of American Society for
Virology, British Columbia Vancouver, Canada, 2009, p. 267.

Izmailyan R., Chang W. Vaccinia virus WR53.5L is an envelope protein on intracellular mature
virions that mediates calcium-independent cell adhesion and vaccinia virus virulence in vivo. //
Abstract book of the 17" International Poxvirus and Iridovirus Conference, Grainau (Bavaria),
Germany, 2008, p. 42.

Izmailyan R., Huang C.Y., Isaacs S.N., Chang W. The envelope G3L protein is essential for
entry of Vaccinia virus into host cells. //1g  Abstract book of the FASEB Summer
Research  Conference, Indian  Wells, California, 2006, p. 41.



5. Chung C.S., Huang C.H., Izmailyan R., Chao D.Y., Ching Y.C., Tang Y.L., Chang W. Virus
entry and host cell signaling. // Abstract book of the conference “Mol. Bio. in the 21th Century:
Interface, Integration, and Perspectives”, Taipei, Taiwan, 2006, p.78.

hqiwhpywt Nnqu Upwnwjbkuh

4uuShLhu dbh/NhUP ARPR LEM(FUPULSUUL NRIPLErP
nkuUNKULUUPMNRE3NRLLE

uvueneughr

Unwlgpuyhti pwnbip. huipplignpt g1, G3L yppnwuwght uwypippwlng, WR-53.5
Yppniyht uguulng, dulightibu dhpnw, glp-dhpnw pnuwqnbgnion:

dwlyghuhw dhpnwp wwwwunwd Lt Poxviridae punwuhph Orthopoxvirus nwuhu:
Poxviridae punwuhpht  wwwlwunn dJhpnwubpt wy  YEunwuphubiph  Jhpnwubiphg
wwppbpynd Gu ppbug Jd6§ swihbpnd, pwpn Ywnnigywdépny b nwbt  Jupwybin
jnqpwhwwnndy wju opowtwlubp’ Jupwlbing gpbpb pninp peswiht Ynywninippwubpp in
vitro, huswytiu twl dwpnyuwug U Yeunwuhubpht in vivo: Uju punwuhpht wwwnlwunn
wdbbwywplnp b wdkbwhwynuh wunwdu £ Swnyh dhpnwp, npp Yngynwd £ uwle
dwphnw Ywd Udnithnpu b hwunhuwunud | dwpnyuug dnuin dwnhy hhywunniygjwu
hwpnighs: <wyinuph £, np  hwqwpwdjwyubp  swpnitwy Swnyph dhpnwp ful) b
dhihnuwynp dwpnyuwug Yuuptp, uwlwju nbnbu jhndht pugwhwjnywsd s6u htuswbu
npw wnwowgdwu, wiuwbu £ dJwpnlwug thnfuwugytiint ninhubipp:

1980 pYwywuhu Unnnowwwhnipjut  Lwdwuwphwiht  “Ywqdwybpwniegntup
(WHO) hwjwnwpwntg, np dwjwinit wwwdwuwnnwiubiph gunphhy Swnyh yhpnwp
nsuswgylil £ puwlwu  dhgwdwiphg, nph wpryniipnid nwnuwptigdtghtt npw  nkd
wwwnyjwuwnnwiubpp: Uwlwiu wyn yhpnwubph nwnwiuwuhpniegniut wn wjuop dunwd k
wpnpwlwu b Yupbnp' hwodh wnubind wju dhwuwp, np Swnyp Jhpnwh udniph
puophuwyp nbinbu wwhwwuynd £ Mnwwunwuh Gwounygyuu b Udbkphyuwih Uhwgjw)
Lwhwuqubph  npny  jwpnpwwinppwibpnd b Ywpnn £ hwunpuwuw]  npwbu
Yuuwpwuwlywu gbup: Pwgh wyn, hwynuh Gu twb YEunwung dwpnniu thnfuwugdw
wj) thnpughpnwtbiph hwpnigws hudbyghwutiph nbuptin: Ophuwl’, Yuuwhyh thnpup
thnfuwugybiny  dwpnniu, Yupnn £ wnwowgub) dwnyh Jwpwyh fudpht  hwwnnd
hhjwunngyniu: <hnbwpwn, d6§ £ Juwugp, np dwdwuwlyh pupwgpnud Yuwhyh
thnpup  Yupnn £ thnfuwphubp Swnyp  dppnwht Woning - hwdwéwpwyh - fupwu
hwunhuwuw; Wn wwwbwnny 2ww Jupunp £ nwnwuwupptp dwyghuhw dhpnip
ntiyhywghwjh b ubppwihwugdwt ninhubph dbfuwuhquutipp:

Jdwlyghtupw yhpnwp punwupwwwwn, dnwn 2004p Gplwpnigjudp Gplyonpw Yule-ny
yhpnw £, npp Ynnwynpnw £ wybih pwu19200 pwg pupbpgdwu gopowtwlubp: Pohy
ubippwthwugtijng htwnn yhppnuph  dnpdngbubqgp wnbnh N niubunwd



pwgwnwwbu ghunwwginu® wpnwnpbind dh pwup wbuwlyp Jupwlhs dwuthlubp,
dwutiwynpwwbu,' hwunws Jhpnw, npp pwnyugwsd £ d6d pUny uwhwwynigubiphg,
npnup k| bywuwnnud Gu yhpnwh ubippwithwugdwu pwpn gnpdpupwgubinhu, hswbiu twl
punwupwwww Yhpnw b poohg nnipu guntynn yhpniu:

Utp jwpnpwunnphwnd unwgywd uwfunpn wpryniupubipp gnyg Gu wgb), np pooh
pwnwupnw gunuynn hwyhnwiht nwhwbpp pwpbuywun hwppwy U hwunhuwunw
hwuntu yhpnwh ubippwihwugdwu hwdwp:

SYjw| wouwwnwupnud Ywlyghuhw yhpnuny Jupwljws Hela pohoubiph |hwhnwihu
nwdwnbiph  nwnwuwuppnigniup - gnyg £t wydk, np dhpnwh wpryniuwybin
ubppwthwugdwu gnpdplpwgh  dwdwuwy pwqiwphy poowiht  uwhwnwynigubip
Gupwpyynuwd Gu nhuwdhy thnihnfunigniuubiph, W npwughg 16%-p dkq hbwnwppppnn
poowpwnwueh uwhwnwynigubpu Gu' punbgppu Blp L npw hbn  wungugywd
dniayniutpp: dwyghuhw  Jhpnwh  hGin punbgppu Bl-h wunghwghwyh
nwnwiuwuppnigyniup gnyg £ wydb, np wn uyhunwyngp Yuplbnp nbp £ fuwnnud
dwlyghtupw dhpnwp ubippwihwugdwu gnpdpupwgnud huswbtiu Hela pohoubiph, wjuwbu
£l dywu uwnduwhu $hppnpjuunubiph dnn: Udbkihu, gnyg b wpdb, np dwyghtuhw
yhpnwh  pudbyghwu  hwugbgunud £ $nudwwinhnhihunghnni-3-4puwgh  (PI3K)
utippgowht wqrwyh huntigpht Bl-Yutujw) wynhywgdwup:

Wuwhuny, wnwoht wuquwd hwjnuwpbnpdbp £ poowjht ntighiwywnnp  Ywyghuhw
yhpnwh hwdwp b wwwgnigyb £, np dwyghuhw yhpnwp wunghwghwt hunbgphtu pi-h
htitn  hwugbigund £ $nudwwinhnhihunghnni-3-yhubigh  wynhjwgdwup, husu k)
Uwwuwnnu £ yhpnwh tunnghinnghtu Hela pohoubin:

Syjw] wotuwwmwupnd, hwjntwpbpyb) b nwnwuwuppyt) U bwbe Gpyne unp hwundu
Jwlyghuhw Jhpnwh uwhwnwlynigubp' WR-53.5/F14.5 W WR-G3, npnug $niuljghwuubipp b
nbpp dwyghupw yhpnwh Yuwuph ghynd nbinbu nwnduwuhpdws stu: Ubp Ynndhg
Yuwuwwpywsd nwnwduwuppniggniutbpp gnyg Gu wndb, np WR-53.5/F14.5 uwyhunwynigp
Yuwplnp sk dhpnwh ghyth hwdwp poowjht Ynywnnpwubipnud, uwlwjt bwwuwnnud |
Jupwlywsd pohoubiph  wnhtighwihu W Jhpnybumniygyuup:  UdLihtu, dyubph  hbwn
Jwuwpdws nwnwuwuppnigyniutbpp gnyg Gu wdb, np wnwug WR-53.5/F14.5
uyhwnwynigh Ywyghuhw yhpnwh yhpnybunngeiniup Yupny ujwgnud £: 6y ybpowwtiu,
WR-G3 uwyhwwynigh hGunwgnuinyeniup gnyg £ wndb, np wju Yuplnp nbp £ fuwnnud
poswihu Yniywnnipwubipnd Ywyghuhw dhpnup Ywuph ghyh hwdwn:

Wuwhuny, dwyghuhw dhpnwp htin wunghwgywsé poowihtu ntigtiywnnputiph b
yhpnwwiht unp uwhwnwynigubph pwgwhwjnnp ng dhwju purqujund b pugund b
dwyghuhw  dhpnwp  ubppwthwugdwtu  gnpdpupwgubiph dniEynyw-poowihu
dtfuwuhqdubiph ybpwpbpjwp wnw ghwbihpubpp, w) twb bwywunnd £ dwyghuhw
yhpnwp Ywujuwpgbidwu, unp  hwlwyhpnwwihu Jdhongubiph  uwnbnddw,
huswbu twl  Jwpwyjws wuhwinubph™ pniddwt unp dnintignwiubph dowydwup:



Hsmannsn Poza ApramecosHa
HCCJETOBAHUE MYTEA MPOHUKHOBEHUS BUPYCA BAKIIMHAA B KJIETKY
PE3IOME

Kniouesvie cnosa -  unmeepun I, eupycnvii 6erox G3L, eupycuwiii 6erox WR-53.5,
supyc Bakyunuu, 63aumooeticmsue upyca ¢ X033UHOM.

Bupyc Bakumnum mnpuHaIIeKRUT cemeiictBy Poxviridae, kmaccy Orthopoxvirus. Bupycsr
cemeiictBa Poxviridae oriM4aroTcs OT JAPYrHMX SKHBOTHBIX BHPYCOB OOJIBIIMMH pa3sMepaM,
CTPYKTYPHBIMH CIIOKHBIMH XapaKTePUCTHKAMH M 3apaKalOT MOYTH BCE KIETOYHBIC KYJIBTYPHI N
Vitro, a Tak ke JroJedl W KUBOTHBIX iN Vivo. CaMblii BaKHBIA M CaMblii W3BECTHBIA BHPYC,
MPUHAATIEKAINA K 3TOMY CeMeICTBY — 3TO BHpPYC OCIHBI KOTOPBIH HaM M3BECTEH TaK e IOJ
Ha3BaHHeM Bapuomna min CMoimoke u sBisiercs Bo30yauTeneM 0oJe3Hu ocnsl y sironeid. Hecmorpst
Ha TO, YTO BHpPYC OCHBl OYEHb JAPEBHHH BHPYC M B TEUYCHHH THICSYCNCTUH OTHSUI XKHU3HH Y
MUJUIMOHOB JIIOJIEH, 0 CHX IIOp MOJIHOCTBIO HE HCIIE/IOBAHBI KaK MPOUCXOXK/CHHUE JAHHOTO BUpYCa,
TaK M IyTH ero nepeaadn YeoBeKy.

B 1980 roany Bcemupnas opraHusanus 3IpaBOOXpaHEHUs OOBSIBWIA, YTO Oiaropjaps
MacIITaOHBIM HPUBHBKAM BHPYC OCIIBI YHHYTOXKEH M3 €CTECTBEHHOM Cpeabl, MOCIe 4Yero OBbUIH
MPeKpalieHbl IPUBUBKY MPOTUB OCHBL. TeM He MeHee, MCClIeOBaHHE BUPYCOB TPYIIBI OCIBI MO-
MPeKHEMY aKTyalbHO M BaXXHO IO CICIYIOLIIMM IIPUYUHAM: 00pasell BUpyca J0 CHX MOP XPAHUTCS B
HEeKoTOphIX Jabopatopusix Poccuiickoit ®enepanyn n CILIA u no ceil meHp sBiseTcs oOpasnom
O6uonornueckoro opyxus. Kpome TOro mn3BecTHBI ciydad, KOTJa WH(EKINH, BO30YKHaeMble
JIPYTHMH TIOKCBHPYCAMH, MOTYT OBITh IepemaHbl UeNOBeKy OT J>KHBOTHOTro. Hampumep, Bupyc
00e3bsHHEHN OCITBI, ITepeIaBasiCh YEI0BEKY, BHI3BIBAET 00I€3Hb, MOXO0XYI0 Ha ocity. CiiejoBaTeNbHO,
BEJINKA OITACHOCTH, YTO CO BPEMEHEM BUPYC 00e3bsIHHEH OCIIBI MOXKET 3aMEHUTh HAaTYpPalbHYIO OCITY
U BBI3BATh CEPhE3HYI0 HSmuaeMuio. [Io3ToMy, YYHTHIBasl BBINIEH3IOKEHHOE, WCCIEIOBaHNE
MEXaHU3MOB IyTell MPOHNKHOBEHHS M PEIUIMKAIMH JaHHOTO BHpYyCa SBIAIOTCS BAXHOU 3amadeit
JUTSL YISHHBIX JTAaHHOH CephL.

Bupyc Bakumamu - 310 060moueuHslii Bupyc ¢ aByxuemnounoid JJHK semmumnoit ~ 200x6 u
komupyer Oomee ueM 200 OTKPBITBIE paMKH CYHTHIBAHWA. [locie NPOHWKHOBEHUS B KIETKY
MOp(bOFeHe3 BHpYycCa NMPOUCXOAUT UCKIHOYUTEIBHO B IIUTOIUIA3ME, BBIACIIAA 3apakarolIue 4aCTUIIBI
HECKOJIbKUX BHJIOB, @ UMEHHO, 3pelbli BUPYC, COCTOSIIMH M3 OOJBIIOrO KOJIMYecTBa OEIKOB,
CIOCOOCTBYIOIIMX CIIOXKHOMY TpOIIECCY NPOHUKHOBEHHS BHpYCa, a TaK JX€ BHPYC IMOKPBITHIN
000JI0YKOH U BHEKJICTOYHBIH BUDYC.

[penpinyiine pe3ynbTaThl, IMOJy4eHHbIE B Hamleil j1abopaTopuy MOKa3allk, YTO JIMITHHbIC

padThl, Haxopsumecs B OOOJNOYKE KIETKH, SBISAIOTCA IUIATOPMOH I IPOHMKHOBEHUS



3penoro Bupyca. B mamnOol paboTe HMcciienoBaHMS JMIHIHBIX CiIoeB kierok Hela, 3apaskeHHBIX
BUpycOM Bakmunumm, mnokasan, 9TO B TIpoIecce YAAYHOTO IPOHHKHOBEHUS BHpyca MHOTHE
KJIETOYHBIE OEJIKH ITO/IBEPTaroTCs JUHAMIUECKUM N3MEHEHUsIM. B Xone nanpHeHmmx uccieroBaHmit
ObUIO BBIABIEHO, YTO 16% M3 3THX OEIKOB SABIAIOTCS HHTEPECYIOIIHE HAac OENIKH KIETOYHBIH
MeMOpaHBI - HHTerpuH Pl U accouupyronie ¢ HUM MOJIEKyJbl. MccnenoBanue cBsi3u uHTErpruHa 1
¢ BHPYCOM BakIMHMHM TOKa3ajo, YTO JaHHBIA OENOK WrpaeT BaXHYIO pPOJIb B NPOHUKHOBEHUH
Bupyca Baknuauu xak B kinetku Hela, Tak u B MblmnHBIC SMOpHOHAIbHEIE (puOpobIacTsl. bonee
TOro, OBUIO MOKa3aHO, 4TO MH(EKIHs BHpyca BakIMHUM NpUBOAWT K MHTETpHH [1-3aBUCHMOMA
akTuBauuu $HochaTHIHIMHO3UTON-3-KHHA3A. Takum oOpa3zom, B naHHOW paboTe BHEpBBIE
oOHapy)KeH KIETOYHBIH peuentop Uil BHpyca BakuwHumM M OBUIO JOKa3aHO, YTO acCOLHUAIMSA
BUpyca Bakuunun ¢ uHTerpuHOM Bl nmpHBOAMT K akTHBM3aLMU (ochHaTUIMINHOZUTONI-3-KHHE3a,
YTO CITOCOOCTBYET 3HAOIMTO3Y BHpYyca B KieTky Hela.

Brin Takke oOHapyKEHBI M NCCIIE0BaHbI IBa HOBBIX Oelika 3peibiX BUpycoB Bakunun - WR-
53.5/F14.5 u WR-G3, ¢byHKIHs ¥ poJib KOTOPBIX B IIUKJIC )KU3HU BUpyca BakuuHuN He ObUTH paHee
uccnenosanbl. Mccnenoanue nokasano, 4ro 6enmok WR-53.5/F14.5 ne BaxkeH [uisl IMKIIA BUPYCa B
KJIETOYHBIX KYJIBTypax, OJHAKO CIOCOOCTBYET aAre3uH 3apaKCHHBIX KJIETOK W BHPYJICHTHOCTH.
Boiiee Toro, SKCIiepUMEHT Ha MBbIIIax rmokasai, uto koraa oemok WR-53.5/F14.5 we npousBoaurcs,
BUPYJIEHTHOCTh BUpyca Bakumumm pesko moHwmwkaercs. M Hakowren, uccienoBanne Oenka WR-G3
MOKa3aJI0, YTO JTOT OEJNIOK UTpaeT Ba)KHYIO POJIb B IMKJIE JKU3HM BHpyca BaknMHUM B KIETOYHBIX
KyJIbTypax.

TakuM 00pa3oM, BBISBICHHE KICTOYHBIX PELENTOPOB M OENKOB BHpyca BakIMHUHM HE TOJNBKO
pacuiMpsier W OOOTOLIAaeT CYIIECTBYIOIIHE 3HAHUS OTHOCHTEIBHO MOJEKYJIIPHO-KICTOYHBIX
MEXaHH3MOB NPOHHKHOBEHHSI BHPYCa, HO M CIOCOOCTBYET pa3pabOTKEe HOBBIX HMPOTHBOBHPYCHBIX
IpernapaToB, a TaK K€ HOBBIX MOAXOJOB JUIS NMPEJOTBPALICHHS 3apaKCHHs W JUIS JICYCHHS yxKe

3apaXCHHBIX ITAITUCHTOB.
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