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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1432 Lactobacillus helveticus strain 

IMAU92012 16S ribosomal RNA 

gene, partial sequence 

 

KF149406.1 1489 26 1458 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 
1432 Lactobacillus helveticus strain NS8 

16S ribosomal RNA gene, partial 

sequence 

 

JQ013296.1 1507 2 1434 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM104-4 16S ribosomal RNA gene, 

partial sequence  

HM218446.1 1465 18 1450 2634 1426 0.0 1431 1433 98 Plus/Plus 

1 

1432 Lactobacillus helveticus strain 

NM72-7 16S ribosomal RNA gene, 

partial sequence 

 

HM218333.1 1485 22 1454 
2634 1426 0.0 1431 

1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM72-2 16S ribosomal RNA gene, 

partial sequence 

 

HM218330.1 1483 22 
1454 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM70-5 16S ribosomal RNA gene, 

partial sequence 

 

HM218322.1 1473 20 
1452 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM70-4 16S ribosomal RNA gene, 

partial sequence 

 

HM218321.1 1463 17 
1449 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM70-2 16S ribosomal RNA gene, 

partial sequence 

 

HM218319.1 1495 34 
1466 2634 1426 0.0 1431 1433 99 

Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM69-6 16S ribosomal RNA gene, 

partial sequence 

 

HM218317.1 1486 23 
1455 2634 1426 0.0 1431 1433 99 Plus/Plus 

1 1432 Lactobacillus helveticus strain 

NM43-5 16S ribosomal RNA gene, 

partial sequence 

 

HM218200.1 1463 16 
1448 2634 1426 0.0 1431 1433 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1413 Enterococcus faecium strain 162 

(C2TL(B)) 16S ribosomal RNA 

gene, partial sequence 

 

KF254545.1 1450 23 1434 2591 1403 0.0 1410 1413 99 Plus/Plus 

1 1415 
Enterococcus faecium strain TW5-3 

16S ribosomal RNA gene, partial 

sequence 

 

KJ026572.1 1428 6 1419 2590 1402 0.0 1411 1415 99 Plus/Plus 

1 1413 Enterococcus faecium strain 

UW7606x64/3 TC1, complete 

genome 

 

CP013009.1 2686859 2684869 2686280 2586 1400 0.0 1409 1413 99 Plus/Plus 

1 
1413 Enterococcus faecium strain 64/3, 

complete genome 

 

CP012522.1 2572333 1446945 1445534 
2586 1400 0.0 1409 1413 99 

Plus/Plus 

1 1413 
Enterococcus faecium strain 

GsfIV124 16S ribosomal RNA 

gene, partial sequence 

 

KR054669.1 1436 10 
1421 2586 1400 0.0 1409 1413 99 Plus/Plus 

1 1413 
Enterococcus faecium strain TS4E3 

16S ribosomal RNA gene, partial 

sequence 

 

KJ571216.1 1503 49 
1460 2586 1400 0.0 1409 1413 99 Plus/Plus 

1 1413 
Enterococcus faecium strain TS3E3 

16S ribosomal RNA gene, partial 

sequence 

 

KJ571213.1 1507 49 
1460 2586 1400 0.0 1409 1413 99 Plus/Plus 

1 1413 
Enterococcus faecium strain TS2E2 

16S ribosomal RNA gene, partial 

sequence 

 

KJ571209.1 1504 49 
1460 2586 1400 0.0 1409 1413 99 

Plus/Plus 

1 1413 
Enterococcus faecium strain TS1H4 

16S ribosomal RNA gene, partial 

sequence 

 

KJ571208.1 1502 49 
1460 2586 1400 0.0 1409 1413 99 Plus/Plus 

1 1413 
Enterococcus faecium strain 

CCMMB1104 16S ribosomal RNA 

gene, partial sequence 

 

KF879155.1 1501 39 
1450 2586 1400 0.0 1409 1413 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1427 Enterococcus faecium strain 

CAU191 16S ribosomal RNA gene, 

partial sequence 

 

MF424500.1 1424 1 1424 2623 1420 0.0 1423 1424 99 Plus/Plus 

1 1427 Enterococcus faecium strain 

CAU:193 16S ribosomal RNA gene, 

partial sequence 

 

MF369850.1 1461 19 1443 2621 1419 0.0 1424 1426 99 Plus/Plus 

1 1427 Enterococcus faecium strain 

CAU:185 16S ribosomal RNA gene, 

partial sequence 

 

MF369848.1 1459 18 1442 2621 1419 0.0 1424 1426 99 Plus/Plus 

1 
1427 Enterococcus faecium isolate 2014- 

VREF-114, complete genome 

 

CP019970.1 2804968 1029755 1028326 
2621 1419 0.0 1427 1430 99 Plus/Minus 

1 1427 Enterococcus faecium strain 

ISMMS_VRE_9, complete genome 

 

CP018830.1 2802604 2512957 
2511528 2621 1419 0.0 1427 1430 99 Plus/Minus 

1 1427 Enterococcus faecium strain 

ISMMS_VRE_12, complete 

genome 

 

CP018828.1 2807999 2518352 
2516923 2621 1419 0.0 1427 1430 99 Plus/Minus 

1 1427 Enterococcus faecium strain 

VRE001, complete genome 

 

CP018071.1 2933966 2706072 
2707501 2621 1419 0.0 1427 1430 99 Plus/Plus 

1 1427 Enterococcus faecium strain 

ISMMS_VRE_10 genome 

 

CP012471.1 2869419 2547994 
2549423 2621 1419 0.0 1427 1430 99 

Plus/Plus 

1 1427 Enterococcus faecium strain 

ISMMS_VRE_7, complete genome 

 

CP012460.1 2850245 2627726 
2629155 2621 1419 0.0 1427 1430 99 Plus/Plus 

1 1427 Enterococcus faecium strain 

ISMMS_VRE_5, complete genome 

 

CP012454.1 2818673 555584 
557013 2621 1419 0.0 1427 1430 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1198 Enterococcus faecium strain 

CAU5898 16S ribosomal RNA 

gene, partial sequence 

 

MF429477.1 1399 211 1399 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU6743 16S ribosomal RNA 

gene, partial sequence 

 

MF425523.1 1423 234 1422 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU2798 16S ribosomal RNA 

gene, partial sequence 

 

MF425231.1 1423 235 1423 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 
1198 Enterococcus faecalis strain 

CAU4709 16S ribosomal RNA 

gene, partial sequence 

 

MF424993.1 1424 235 1423 
2104 1139 0.0 1180 1198 98 

Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU6185 16S ribosomal RNA 

gene, partial sequence 

 

MF424781.1 1420 232 
1420 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU191 16S ribosomal RNA gene, 

partial sequence 

 

MF424500.1 1424 236 
1424 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU:193 16S ribosomal RNA gene, 

partial sequence 

 

MF369850.1 1461 255 
1443 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU:185 16S ribosomal RNA gene, 

partial sequence 

 

MF369848.1 1459 254 
1442 2104 1139 0.0 1180 1198 98 

Plus/Plus 

1 1198 Enterococcus faecium strain 

CAU4506 16S ribosomal RNA 

gene, partial sequence 

 

MF357353.1 1422 234 
1422 2104 1139 0.0 1180 1198 98 Plus/Plus 

1 1198 Enterococcus faecium strain 

SsfIB34 16S ribosomal RNA gene, 

partial sequence 

 

KR265159.1 1430 238 
1426 2104 1139 0.0 1180 1198 98 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1329 Enterococcus faecium strain 

UW7606x64/3 TC1, complete 

genome 

 

CP013009.1 2686859 268855 270182 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Enterococcus faecium strain PT809 

16S ribosomal RNA gene, partial 

sequence 

 

KT124586.1 1409 25 1352 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Enterococcus faecium strain 

IMAU11491 (DM34-3) 16S 

ribosomal RNA gene, partial 

sequence 

 

KP764067.1 1402 13 1340 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 
1329 Enterococcus faecium strain 

344(F)_E02 16S ribosomal RNA 

gene, partial sequence 

 

KP178084.1 1452 49 1376 
2431 1316 0.0 1325 1329 99 

Plus/Plus 

1 1329 Enterococcus faecium strain E0-191 

16S ribosomal RNA gene, partial 

sequence 

 

KP221620.1 1397 37 
1364 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Enterococcus faecium strain gp80 

16S ribosomal RNA gene, partial 

sequence 

 

KM495943.1 1491 66 
1393 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Bacterium QHB31 16S ribosomal 

RNA gene, partial sequence 

 

KJ629294.1 1464 68 
1395 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Enterococcus faecium strain 162 

(C2TL(B)) 16S ribosomal RNA 

gene, partial sequence 

 

KF254545.1 1450 66 
1393 2431 1316 0.0 1325 1329 99 

Plus/Plus 

1 1329 Enterococcus faecium strain 

IMAU94247 16S ribosomal RNA 

gene, partial sequence 

 

KF149621.1 1407 18 
1345 2431 1316 0.0 1325 1329 99 Plus/Plus 

1 1329 Enterococcus faecium strain 

IMAU94246 16S ribosomal RNA 

gene, partial sequence 

 

KF149620.1 1401 17 
1344 2431 1316 0.0 1325 1329 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1403 Enterococcus faecium strain 

SsfIB34 16S ribosomal RNA gene, 

partial sequence 

 

KR265159.1 1430 23 1425 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 Enterococcus faecium strain 

SosIB328 16S ribosomal RNA gene, 

partial sequence 

 

KR265144.1 1418 10 1412 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 Enterococcus faecium strain 

GslIB2212 16S ribosomal RNA 

gene, partial sequence 

 

KR054671.1 1436 29 1431 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 
1403 Bacterium QHB36 16S ribosomal 

RNA gene, partial sequence 

 

KJ629298.1 1462 41 1443 
2519 1364 0.0 1391 1404 99 

Plus/Plus 

1 1403 Bacterium QHB33 16S ribosomal 

RNA gene, partial sequence 

 

KJ629296.1 1439 24 
1426 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 Bacterium QHB31 16S ribosomal 

RNA gene, partial sequence 

 

KJ629294.1 1464 42 
1444 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 
Enterococcus faecium strain TW43- 

1 16S ribosomal RNA gene, partial 

sequence 

 

KJ026656.1 1417 12 
1414 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 
Enterococcus faecium strain TW41- 

4 16S ribosomal RNA gene, partial 

sequence 

 

KJ026652.1 1439 20 
1422 2519 1364 0.0 1391 1404 99 

Plus/Plus 

1 1403 
Enterococcus durans strain R07-28 

16S ribosomal RNA gene, partial 

sequence 

 

JF896436.1 1473 46 
1448 2519 1364 0.0 1391 1404 99 Plus/Plus 

1 1403 
Enterococcus faecium strain L11 

16S ribosomal RNA gene, partial 

sequence 

 

KM186186.1 1423 1 
1402 2518 1363 0.0 1390 1403 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%) Strand 

1 1429 
Enterococcus durans gene for 16S 

ribosomal RNA, partial sequence, 

strain: qz131 

 

AB761297.1 1463 22 1449 2627 1422 0.0 1427 1429 99 Plus/Plus 

1 
1427 Enterococcus durans strain KLDS 

6.0930, complete genome 

 

CP012384.1 2867090 732723 734150 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 
1427 Enterococcus durans strain 

KLDS6.0933, complete genome 

 

CP012366.1 2867028 1804440 1805867 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 

1427 Enterococcus durans strain SMN1-2 

16S ribosomal RNA gene, partial 

sequence 

 

KP408149.1 1474 24 1451 
2625 1421 0.0 1426 1428 99 

Plus/Plus 

1 

1427 Enterococcus faecium strain gp39 

16S ribosomal RNA gene, partial 

sequence 

 

KM495940.1 1496 21 
1448 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 

1427 Enterococcus durans strain gp85 

16S ribosomal RNA gene, partial 

sequence 

 

KM495855.1 1494 20 
1447 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 
1427 Enterococcus durans strain gp58 

16S ribosomal RNA gene, partial 

sequence 

 

KM495853.1 1487 16 
1443 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 

1427 
Bacterium QHB34 16S ribosomal 

RNA gene, partial sequence 

 

KJ629297.1 1464 21 
1447 2625 1421 0.0 1425 1427 99 

Plus/Plus 

1 

1427 Enterococcus durans strain KLDS 

6.0933 16S ribosomal RNA gene, 

partial sequence 

 

KJ818114.1 1493 22 
1449 2625 1421 0.0 1426 1428 99 Plus/Plus 

1 
1427 Enterococcus durans strain KDLLJ2 

-1 16S ribosomal RNA gene, partial 

sequence 

 

KJ890356.1 1469 21 
1448 2625 1421 0.0 1426 1428 99 Plus/Plus 
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Query Subject Score Identities  

Start End Description AC Length Start End Bit Raw EV Match Total Pct.(%

) 

Strand 

1 1409 Enterococcus durans strain 

KLDS6.0629 16S ribosomal RNA 

gene, partial sequence 

 

FJ607284.1 1441 9 1417 2486 1346 0.0 1389 1410 99 Plus/Plus 

1 1409 Enterococcus durans gene for 16S 

ribosomal RNA, partial sequence, 

strain: qz131 

 

AB761297.1 1463 34 1441 2484 1345 0.0 1388 1409 99 Plus/Plus 

1 1409 Enterococcus durans strain KLDS 

6.0930, complete genome 

 

CP012384.1 2867090 732736 734144 2481 1343 0.0 1388 1410 98 Plus/Plus 

1 
1409 Enterococcus durans strain 

KLDS6.0933, complete genome 

 

CP012366.1 2867028 1804453 1805861 2481 1343 0.0 1388 1410 98 Plus/Plus 

1 1407 Enterococcus faecium strain 

IMAU11167 16S ribosomal RNA 

gene, partial sequence 

 

KR858820.1 1418 13 
1418 2481 1343 0.0 1386 1407 99 Plus/Plus 

1 1409 Enterococcus durans strain SMN1-

2 

16S ribosomal RNA gene, partial 

sequence 

 

KP408149.1 1474 37 
1445 

2481 1343 0.0 1388 1410 98 
Plus/Plus 

1 1409 Enterococcus faecium strain gp39 

16S ribosomal RNA gene, partial 

sequence 

 

KM495940.1 1496 34 
1442 2481 1343 0.0 1388 1410 98 Plus/Plus 

1 1409 Enterococcus durans strain gp85 

16S ribosomal RNA gene, partial 

sequence 

 

KM495855.1 1494 33 
1441 

2481 1343 0.0 1388 1410 98 Plus/Plus 

1 1409 Enterococcus durans strain gp58 

16S ribosomal RNA gene, partial 

sequence 

 

KM495853.1 1487 29 
1437 2481 1343 0.0 1388 1410 98 Plus/Plus 

1 1409 Enterococcus faecium strain CA03- 

1 16S ribosomal RNA gene, 

complete sequence 

 

KJ958413.1 1536 15 
1423 

2481 1343 0.0 1388 1410 98 
Plus/Plus 


